A 


ELSEVIER 


Gene 188 (1997) 297-299 


GENE 


AN INTERNATIONAL JOURNAL ON 
GENES AND GENOMES 


Author Index Vol. 188 (1997) 


Ablooglu, A.J., see Sturr, M.G. (188) 91 

Albers, J.J., see Tu, A.-Y. (188) 115 

Anda, P., see Gebbia, J.A. (188) 221 

Appierto, V., Bardella, L., Vijayasarathy, C., Avadhani, N., 
Sgaramella, V. and Biunno, I. 
Functional characterization of a human DNase-like protein 
encoded by a gene positioned in Xq28 (188) 119 

Aranda, A., see Cosgaya, J.M. (188) 291 

Arnau, J. and Sorensen, K.I. 
The isolation of novel heat shock genes in Lactococcus lactis using 
RNA subtractive hybridization (188) 229 

Artzt, K., see Zorn, A.M. (188) 199 

Audigier, Y., see Paquereau, L. (188) 137 

Avadhani, N., see Appierto, V. (188) 119 


Banfalvi, Z., see Hutvagner, G. (188) 247 

Bardella, L., see Appierto, V. (188) 119 

Barta, E., see Hutvagner, G. (188) 247 

Beatty, D.W., see Vosloo, W. (188) 123 

Benach, J.L., see Gebbia, J.A. (188) 221 

Benjamin, C.W., see Bock, J.H. (188) 9 

Bienkowski, M.J., see Bock, J.H. (188) 9 

Birkeland, N.-K., see Lillehaug, D. (188) 129 

Biunno, I., see Appierto, V. (188) 119 

Bock, J.H., Shuck, M.E., Benjamin, C.W., Chee, M., Bienkowski, M.J. 
and Slightom, J.L. 
Nucleotide sequence analysis of the human KCNJ1 potassium 
channel locus (188) 9 

Bodkin, N.L., see Walston, J. (188) 207 

Borrebaeck, C.A.K., see Furebring, C. (188) 191 

Bowen, T.L., Union, J., Tumbula, D.L. and Whitman, W.B. 
Cloning and phylogenetic analysis of the genes encoding aceto- 
hydroxyacid synthase from the archaeon Methanococcus aeolicus 
(188) 77 

Briles, D.E., see Swiatlo, E. (188) 279 

Brooks-Walter, A., see Swiatlo, E. (188) 279 

Backenson, P.B., see Gebbia, J.A. (188) 221 

Buck, G.A., see Nunes, L.R. (188) 157 

Buisan, M., see Rodriguez-Pefia, J.M. (188) 53 


Carvalho, M.R.C., see Nunes, L.R. (188) 157 

Casamassimi, A., see Palmieri, G. (188) 169 

Castillo, A.I., see Cosgaya, J.M. (188) 291 

Chambon, P., see Ichinose, H. (188) 95 

Chee, M., see Bock, J.H. (188) 9 

Chen, B., see Matzinger, S.A. (188) 261 

Chen, H., see Tu, A.-Y. (188) 115 

Chen, Q., see Zorn, A.M. (188) 199 

Coleman, J.L., see Gebbia, J.A. (188) 221 

Cosgaya, J.M., Perez-Juste, G., Castillo, A.I. and Aranda, A. 
Growth factor ligands of tyrosine kinase receptors activate the Rous 
sarcoma virus promoter by a Ras- and Raf-dependent mechanism 
(188) 291 

Crist, K.A., see Matzinger, S.A. (188) 261 

Cutting, S.M., see Gomez, M. (188) 29 


D’Urso, M., see Palmieri, G. (188) 169 

Delage-Mourroux, R., Pichaud, F., Frendo, J.L., Pidoux, E., 
Guliana, J.M., Moukhtar, M.S. and Jullienne, A. 
Cloning and sequencing of a new 15-hydroxyprostaglandin dehy- 
drogenase related mRNA (188) 143 

Devic, E., see Paquereau, L. (188) 137 

Dietel, M., see Lage, H. (188) 151 

Drobyshev, A., Mologina, N., Shik, V., Pobedimskaya, D., Yershov, G. 
and Mirzabekov, A. 
Sequence analysis by hybridization with oligonucleotide microchip: 
identification of B-thalassemia mutations (188) 45 


Ebersole, T.A., see Zorn, A.M. (188) 199 
Emms, M.., see Vosloo, W. (188) 123 
Ensor, C.M., see Zhang, H. (188) 41 


Featherstone, T., see Palmieri, G. (188) 169 

Frendo, J.L., see Delage-Mourroux, R. (188) 143 

Frohlich, K.-U., see Hiittner, S. (188) 239 

Frost, L.S., see Saucier, L. (188) 271 

Furebring, C., Ohlin, M., Pettersson, S. and Borrebaeck, C.A.K. 
Evaluation of novel control elements by construction of eukaryotic 
expression vectors (188) 191 


Garnier, J.-M., see Ichinose, H. (188) 95 

Gebbia, J.A., Backenson, P.B., Coleman, J.L., Anda, P. and Benach, J.L. 
Glycolytic enzyme operon of Borrelia burgdorferi: characterization 
and evolutionary implications (188) 221 

Gomez, M. and Cutting, S.M. 
Identification of a new o®-controlled gene, csbX, in Bacillus subtilis 
(188) 29 

Green, H., see Teumer, J. (188) 1 

Grigliatti, T.A., see Pfeifer, T.A. (188) 183 

Grow, M., see Zorn, A.M. (188) 199 

Guliana, J.M., see Delage-Mourroux, R. (188) 143 


Hansen, B.C., see Walston, J. (188) 207 

Harriman, N., see Vosloo, W. (188) 123 

Hegedus, D.D., see Pfeifer, T.A. (188) 183 

Herrmann, C., Zimmermann, H. and Volknandt, W. 
Analysis of a cDNA encoding the major vault protein from the 
electric ray Discopyge ommata (188) 85 

Hu, C., see Li-Weber, M. (188) 253 

Hughes, J.E., see Vosloo, W. (188) 123 

Hiittner, S., Mecke, D. and Frohlich, K.-U. 
Gene cloning and sequencing, and enzyme purification of the 
malate synthase of Streptomyces arenae (188) 239 

Hutvagner, G., Barta, E. and Banfalvi, Z. 
Isolation and sequence analysis of a cDNA and a related gene for 
cytochrome P450 proteins from Solanum chacoense (188) 247 


Ibafiez, M., see Rodriguez-Pefia, J.M. (188) 53 

Ichinose, H., Garnier, J.-M., Chambon, P. and Losson, R. 
Ligand-dependent interaction between the estrogen receptor and 
the human homologues of SWI2/SNF2 (188) 95 


& 


298 


Ihara, N., see Kohno, K. (188) 175 
Imamoto, F., see Kohno, K. (188) 175 
Ishizuka, T., see Shimizu, C. (188) 17 
Ito, M., see Koyano, S. (188) 101 


Jensen, S.E., see Saucier, L. (188) 271 
Johnson, K.A., see Tu, A.-Y. (188) 115 
Jullienne, A., see Delage-Mourroux, R. (188) 143 


Kakinuma, M., see Shimizu, C. (188) 17 

Kalogeraki, V.S. and Winans, S.C. 
Suicide plasmids containing promoterless reporter genes can simul- 
taneously disrupt and create fusions to target genes of diverse bacte- 
ria (188) 69 

Kano, Y., see Kohno, K. (188) 175 

Kelloff, G.J., see Matzinger, S.A. (188) 261 

Kijima, H., see Shimizu, C. (188) 17 

Kishine, H., see Kohno, K. (188) 175 

Kohno, K., see Palmieri, G. (188) 169 

Kohno, K., Oshiro, T., Kishine, H., Wada, M., Takeda, H., Ihara, N., 
Imamoto, F., Kano, Y. and Schlessinger, D. 
Construction and characterization of a radSlrad52 double mutant 
as a host for YAC libraries (188) 175 

Koike, T., see Shimizu, C. (188) 17 

Koyano, S., Ito, M., Takamatsu, N., Takiguchi, S. and Shiba, T. 
The Xenopus Sox3 gene expressed in oocytes of early stages (188) 
101 

Krammer, P.H., see Li-Weber, M. (188) 253 

Krieg, P.A., see Zorn, A.M. (188) 199 

Krulwich, T.A., see Sturr, M.G. (188) 91 

Kubo, M., see Shimizu, C. (188) 17 

Kwik, J.F., see Ng, T.C.N. (188) 109 


Lage, H. and Dietel, M. 
Cloning and characterization of human cDNAs encoding a protein 
with high homology to rat intestinal development protein OCI-5 
(188) 151 

Lania, A., see Palmieri, G. (188) 169 

Lartey, R.T., Voss, T.C. and Melcher, U. 
Corrigendum to: ‘Completion of a cDNA sequence from a toba- 
movirus pathogenic to crucifers’ [Gene 166 (1995) 331-332] (188) 
295 

Li-Weber, M., Salgame, P., Hu, C. and Krammer, P.H. 
Characterization of constitutive and inducible transcription factors 
binding to the P2 NF-AT site in the human interleukin-4 promoter 
(188) 253 

Lillehaug, D., Nes, I.F. and Birkeland, N.-K. 
A highly efficient and stable system for site-specific integration of 
genes and plasmids into the phage @LC3 attachment site (attB) of 
the Lactococcus lactis chromosome (188) 129 

Losson, R., see Ichinose, H. (188) 95 

Lowe, A., see Walston, J. (188) 207 

Lubet, R.A., see Matzinger, S.A. (188) 261 

Lunnen, K.D., see Ruan, H. (188) 35 


Maier, R.J., see Ng, T.C.N. (188) 109 

Masumura, T., see Sha, S. (188) 23 

Matsumura, T., see Shimizu, C. (188) 17 

Matsuo, M., see Zhang, H. (188) 41 

Matzinger, S.A., Chen, B., Wang, Y., Crist, K.A., Stoner, G.D., 
Kelloff, G.J., Lubet, R.A. and You, M. 
Tissue-specific expression of the K-ras allele from the A/J parent in 
(A/J x TSG-p53) F, mice (188) 261 

May, D., Todd, C.M. and Rand-Weaver, M. 
cDNA cloning of eel (Anguilla anguilla) somatolactin (188) 63 

McDaniel, L.S., see Swiatlo, E. (188) 279 

Mecke, D., see Hiittner, S. (188) 239 


Melcher, U., see Lartey, R.T. (188) 295 

Miano, M.G., see Palmieri, G. (188) 169 

Minakuchi, K., see Sha, S. (188) 23 

Mineo, I., see Wang, X. (188) 285 

Mirzabekov, A., see Drobyshev, A. (188) 45 
Mologina, N., see Drobyshev, A. (188) 45 

Morisaki, H., see Wang, X. (188) 285 

Morisaki, T., see Wang, X. (188) 285 

Moukhtar, M.S., see Delage-Mourroux, R. (188) 143 
Mukai, T., see Wang, X. (188) 285 


Nes, I.F., see Lillehaug, D. (188) 129 

Ng, T.C.N., Kwik, J.F. and Maier, R.J. 
Cloning and expression of the gene for a protein disulfide oxido- 
reductase from Azotobacter vinelandii: complementation of an 
Escherichia coli dsbA mutant strain (188) 109 

Nunes, L.R., Carvalho, M.R.C., Shakarian, A.M. and Buck, G.A. 
The transcription promoter of the spliced leader gene from 
Trypanosoma cruzi (188) 157 


Ogasawara, N., see Wang, X. (188) 285 
Ohlin, M., see Furebring, C. (188) 191 
Oshiro, T., see Kohno, K. (188) 175 


Paigen, B., see Tu, A.-Y. (188) 115 

Palmieri, G., Miano, M.G., Casamassimi, A., Lania, A., Kohno, K.., 
Schlessinger, D., D’Urso, M. and Featherstone, T. 
Construction of a pilot human YAC library in a recombination- 
defective yeast strain (188) 169 

Paquereau, L., Devic, E. and Audigier, Y. 
Cloning and characterization of a cDNA encoding Xenopus laevis 
201 isoform of the Go protein (188) 137 

Paradkar, A.S., see Saucier, L. (188) 271 

Patterson, K.D., see Zorn, A.M. (188) 199 

Pelletier, J.J., see Ruan, H. (188) 35 

Perez-Juste, G., see Cosgaya, J.M. (188) 291 

Pettersson, S., see Furebring, C. (188) 191 

Pfeifer, T.A., Hegedus, D.D., Grigliatti, T.A. and Theiimann, D.A. 
Baculovirus immediate-early promoter-mediated expression of the 
Zeocin® resistance gene for use as a dominant selectable marker in 
Dipteran and Lepidopteran insect cell lines (188) 183 

Pichaud, F., see Delage-Mourroux, R. (188) 143 

Pidoux, E., see Delage-Mourroux, R. (188) 143 

Pobedimskaya, D., see Drobyshev, A. (188) 45 


Rand-Weaver, M., see May, D. (188) 63 

Riley, L.G., see Wiley, L.J. (188) 235 

Rodriguez-Pefia, J.M., Buisan, M., Ibafiez, M. and Rotger, R. 
Genetic map of the virulence plasmid of Salmonella enteritidis and 
nucleotide sequence of its replicons (188) 53 

Rotger, R., see Rodriguez-Pefia, J.M. (188) 53 

Ruan, H., Lunnen, K.D., Pelletier, J.J. and Xu, S.-y. 
Overexpression of BsoBI restriction endonuclease in E. coli, purifi- 
cation of the recombinant BsoBI, and identification of catalytic 
residues of BsoBI by random mutagenesis (188) 35 


Saeki, T., see Shimizu, C. (188) 17 

Salgame, P., see Li- Weber, M. (188) 253 

Sangster, N.C., see Wiley, L.J. (188) 235 

Saucier, L., Paradkar, A.S., Frost, L.S., Jensen, S.E. and Stiles, M.E. 
Transcriptional analysis and regulation of carnobacteriocin pro- 
duction in Carnobacierium piscicola LV17 (188) 271 

Schlessinger, D., see Palmieri, G. (188) 169 

Schlessinger, D., see Kohno, K. (188) 175 

Seifert, H.S. 
Insertionally inactivated and inducible recA alleles for use in 
Neisseria (188) 215 


| 


Sermsuvitayawong, K., see Wang, X. (188) 285 

Sgaramella, V., see Appierto, V. (188) 119 

Sha, S., Yabushita, T., Minakuchi, K., Masumura, T. and Tanaka, K. 
Structure of the rice glutaredoxin (thioltransferase) gene (188) 23 

Shakarian, A.M., see Nunes, L.R. (188) 157 

Shiba, T., see Koyano, S. (188) 101 

Shik, V., see Drobyshev, A. (188) 45 

Shimizu, C., Kubo, M., Saeki, T., Matsumura, T., Ishizuka, T., 
Kijima, H., Kakinuma, M. and Koike, T. 
Genomic organization of the mouse adrenocorticotropin receptor 
(188) 17 

Shuck, M.E., see Bock, J.H. (188) 9 

Shuldiner, A.R., see Walston, J. (188) 207 

Silver, K., see Walston, J. (188) 207 

Slightom, J.L., see Bock, J.H. (188) 9 

Sorensen, K.I., see Arnau, J. (188) 229 

Steyn, L.M., see Vosloo, W. (188) 123 

Stiles, M.E., see Saucier, L. (188) 271 

Stoner, G.D., see Matzinger, S.A. (188) 261 

Sturr, M.G., Ablooglu, A.J. and Krulwich, T.A. 
A Bacillus subtilis locus encoding several gene products affecting 
transport of cations (188) 91 

Swiatlo, E., Brooks-Walter, A., Briles, D.E. and McDaniel, L.S. 
Oligonucleotides identify conserved and variable regions of pspA 
and pspA-like sequences of Streptococcus pneumoniae (188) 279 


Tai, H.-H., see Zhang, H. (188) 41 

Takamatsu, N., see Koyano, S. (188) 101 

Takeda, H., see Kohno, K. (188) 175 

Takiguchi, S., see Koyano, S. (188) 101 

Tanaka, K., see Sha, S. (188) 23 

Teumer, J., Tseng, H. and Green, H. 
The human basonuclin gene (188) 1 

Theilmann, D.A., see Pfeifer, T.A. (188) 183 

Tippoo, P., see Vosloo, W. (188) 123 

Todd, C.M., see May, D. (188) 63 

Toro, N., see Zekri, S. (188) 149 

Toyama, K., see Wang, X. (188) 285 

Tseng, H., see Teumer, J. (188) 1 

Tu, A.-Y., Chen, H., Johnson, K.A., Paigen, B. and Albers, J.J. 
Characterization of the mouse gene encoding phospholipid transfer 
protein (188) 115 

Tumbula, D.L., see Bowen, T.L. (188) 77 


Union, J., see Bowen, T.L. (188) 77 


Vijayasarathy, C., see Appierto, V. (188) 119 
Volknandt, W., see Herrmann, C. (188) 85 


299 


Vosloo, W., Tippoo, P., Hughes, J.E. Harriman, N., Emms, M., 
Beatty, D.W., Zappe, H. and Steyn, L.M. 
Characterisation of a lipoprotein in Mycobacterium bovis (BCG). 
with sequence similarity to the secreted protein MPB70 (188) 123 
Voss, T.C., see Lartey, R.T. (188) 295 


Wada, M., see Kohno, K. (188) 175 

Walston, J., Lowe, A., Silver, K., Yang, Y., Bodkin, N.L., Hansen, B.C. 
and Shuldiner, A.R. 
The B3-adrenergic receptor in the obesity and diabetes prone rhesus 
monkey is very similar to human and contains arginine at codon 64 
(188) 207 

Wang, X., Morisaki, H., Sermsuvitayawong, K., Mineo, I., Toyama, K.., 
Ogasawara, N., Mukai, T. and Morisaki, T. 
Cloning and expression of cDNA encoding heart-type isoform of 
AMP deaminase (188) 285 

Wang, Y., see Matzinger, S.A. (188) 261 

Weiss, A.S., see Wiley, L.J. (188) 235 

Whitman, W.B., see Bowen, T.L. (188) 77 

Wiley, L.J., Riley, L.G., Sangster, N.C. and Weiss, A.S. 
mle-1, a mariner-like transposable element in the nematode 
Trichostrongylus colubriformis (188) 235 

Winans, S.C., see Kalogeraki, V.S. (188) 69 


Xu, S.-y., see Ruan, H. (188) 35 


Yabushita, T., see Sha, S. (188) 23 
Yang, Y., see Walston, J. (188) 207 
Yershov, G., see Drobyshev, A. (188) 45 
You, M., see Matzinger, S.A. (188) 261 


Zappe, H., see Vosloo, W. (188) 123 

Zekri, S. and Toro, N. 
Erratum to: ‘Identification and nucleotide sequence of Rhizobium 
meliloti insertion sequence 1SRm6, a small transposable element 
that belongs to the IS3 family’ [Gene 175 (1996) 43-48] (188) 149 

Zhang, H., Matsuo, M., Zhou, H., Ensor, C.M. and Tai, H.-H. 
Cloning and expression of the cDNA for rat NAD*-dependent 
15-hydroxyprostaglandin dehydrogenase (188) 41 

Zhou, H., see Zhang, H. (188) 41 

Zimmermann, H., see Herrmann, C. (188) 85 

Zorn, A.M., Grow, M., Patterson, K.D., Ebersole, T.A., Chen, Q., 
Artzt, K. and Krieg, P.A. : 
Remarkable sequence conservation of transcripts encoding amphib- 
ian and mammalian homologues of quaking, a KH domain RNA- 
binding protein (188) 199 


